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Abstract
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/ Pseudomonas aeruginosa is one

- -
of the leading nosocomial pathogens
worldwide. It causes infections that are
4 hard to treat due to the intrinsic
resistance of the species and its
remarkable ability to acquire additional
resistance mechanisms to multiple groups
of antimicrobial agents. Therefore,
treatment options are narrowed down to
only few antibiotics and carbapenems are
arguably the most preferred among them.

aeruginosa is increasing globally and the
major reason for this is the metallo-beta-
lactamases (MBLs) production. Here, we

aeruginosa isolate from Bulgaria, which
was later subject to a whole-genome
sequiencing to explore its resistome.
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However, carbapenem resistance in P.

report the isolation of a MBL producing P.
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Genes and chromosomal mutations
mediating antimicrobial resistance
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GEMNE COVERAGE COVERAGE_MAP GAPS WCOVERAGE SIDENTITY DATABASE PRODUCT RESISTAMNCE

carpP_1 1-198/198 0/ 100 98.48 resfinder crpP Ciprofloxacin

catB7_1 1-639/639 o0 100 94953 resfinder catB? Chloramphenicol

aph(3)-0b_2 1-807/807 0/0 100 99.26 resfinder  aph(3")-Ib

blaPAD_1 1-1194/119 =============== 0/0 100 99.5 resfinder blaPAO

foshA 4 1-408/408 0/0 100 98.53 resfinder fosh Fosfornycin

blaOXA-395_1 1-789/789 0/0 100 100 resfinder bla0XA-395  AmoxicillimAmpicillin;Meropenem

cmiBl_1 1-1210/126 =============== 0/0 95.58 795 resfinder cmilBl Chloramphenical

sull 5 1-867/867 0/0 100 99,80 resfinder sull Sulfamethoxazole

aac(f)-29b_1 1-396/386 =============== 0/0 100 100 resfinder 2ac(6)-290  Amikacin, Tobramycin

blaVIM-2_1 1-801/80]1 =esssswsesse=ss [ 100 100 resfinder blaVIM-2 AmoxicillinAmaoxicillin+Clavulanic_acid;AmpicillinAmpicillin
+Clavulanic_acid;Cefepime;Cefixime;CefotaximeCefoxitin,Ceft
azidime;Ertapenem;lmipenem;Meropenem;PiperacillinPiperac
illin+Tazobactam

aac(6)29b_1 1-396/3W =============== 0/0 100 100 resfinder aac(e’)-29b  Amikacin;Tobramycin

QUAST Quality Assessment Tool

Results

Genome assembly quality metrics and antibiotic resistome profile

ABRicate Mass screening of contigs for antimicrobial and virulence genes Tool
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blaVIM-2 - Metallo-beta-lactamase
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Defirntan VIM-2 is a beta-lactamass found in Pseudomanas spp.
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1 Species NCBI Chromosome NCBI Plasmid NCBI WGS
Enterobacter hormaechei 0% 0% 0.12%
Klebsiella preumaniae 0% 0%

Providencia rettgeri 0% 0%
Pseudomonas aeruginosa 4.6% 1.92%
Pseudomonas fluorescens 0% 0%
Pseudomonas putida 2.7% 0%

seuvdomonas stutzeri 0% 0%
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PaboTtaTta e wu3BbplWEHA B pPamMKkuTe Ha o0ao0bpeHo
npeanoxeHve 3a ¢QUHAHCMpPaHe HA W3CnefoBaTe/NCKM
npoeKT Ne80-10-19/2020 cbce 3arnasue:

,punoKeHne Ha nnatpopmm 3a HOBOreHepauMOHHO

CEeKBEHMpPaHe OT BTOPO W TPeTo MNOKOJeHWe 3a
Pa3yMTAHETO HA T[EeHOMUTE HA MYATUPE3UCTEHTHU
@(TepmanHM natoreHn ot ESKAPE rpynata” J
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