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challenge for clinicians.

Abstract

Stenotrophomonas maltophilia is globally
recognized as an emerging multidrug-
resistant (MDR) pathogen in healthcare
facilities, especially in the intensive care
units (ICUs) where it predominantly
causes respiratory tract infections, and
less commonly urinary tract infections,
wound and soft tissue infections,
bacteraemia, sepsis, endocarditis, and
meningitis. Here, we report the isolation
of a trimethoprim/sulfamethoxazole (SXT)
-resistant isolate, which was later
identified to be class 1 integron-carrying
strain. SXT has been recognized as the
first-line agent for symptomatic S.
maltophilia infections, therefore SXT
resistance is a serious therapeutic
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Multilocus sequence typing (MLST)
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PaboTtaTta e wu3BbplWEHA B pPamMkuTe Ha o0ao0bpeHo
npeanoXeHne 3a y4yacTMe B KOHKypCa MO HAUMOHA/HA
Hay4yHa nporpama ,MJIAANU YHEHN N NOCTAOKTO-
PAHTWU” (2019 r.)N¢ KM-06-M21/10 cbc 3arnaBue:

“Pa3paboTka Ha HOBM MeTOAM U CPeacTBa 3a U3cneaBaHe
Ha edekTuBHocTTa Ha CRISPR-6a3mpaHn  6a3oBu
peaakTopmn “
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